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ChloroplastThis review provides an overview about recent developments and current knowledge about monitoring,
generation and the functional role of reactive oxygen species (ROS) – H2O2, HO2
• , HO•, OH−, 1O2 and O2
−• – in
both oxidative degradation and signal transduction in photosynthetic organisms including microscopic tech-
niques for ROS detection and controlled generation. Reaction schemes elucidating formation, decay and signaling
of ROS in cyanobacteria as well as from chloroplasts to the nuclear genome in eukaryotes during exposure of
oxygen-evolving photosynthetic organisms to oxidative stress are discussed that target the rapidly growing
ﬁeld of regulatory effects of ROS on nuclear gene expression.
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ot Renger.2.3 billion years ago at the level of cyanobacteria [1,2] made the huge
water pool on the earth surface available as a hydrogen source for the
biosphere. The aerobic atmosphere, exerted deadly oxidative impact
on the biomass on one hand, and opened the road for a more than
ten-fold better exploitation of theGibbs free energy content of nutrients
through the aerobic respiration of heterotrophic organisms on the other
hand [3]. This caused the reconstruction of the biosphere by the evolu-
tionary development of machinery for light-induced water splitting.
The formation of an aerobic atmosphere served as the bioenergetic
prerequisite for the population of the earth's landmass by heterotrophic
organisms including human beings [4].
The electronic conﬁguration of the O2 molecule in its ground state is
characterized by a triplet spin state multiplicity described by the term
symbol 3Σg−. In marked contrast, the ground states of most biological
molecules (proteins, lipids, carbohydrates) have a closed electron shell
with singlet spin conﬁguration. Therefore, the two-electron oxidation
of a molecule in the singlet state by 3Σg− O2 is “spin-forbidden” and oc-
curs slowly at room temperature. The situation can change by two types
of reactions transforming the inert 3Σg− O2 into highly reactive oxygen
species (ROS): i) Electronic excitation leads to the population of two
forms of singlet oxygen characterized by the term symbols 1Δg and
1Σg+ (which rapidly relaxes into 1Δg O2). ii) The chemical reduction of
3Σg− O2 by radicals with non-integer spin state (often doublet state) or
a reducing agent like ascorbic acid results in the formation of O2−•,
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the electronic excitation of 3Σg−O2 occurs due to close contact to chloro-
phyll triplets that are produced during the photoexcitation cycle.
Fig. 1 schematically illustrates the pattern of one-electron redox
steps leading from water to O2 + 4H+ and vice versa. The inspection
of this scheme readily reveals that the four-step reaction sequence com-
prises HO•, H2O2 and HO2/O2−•. In photosynthesis, the highly endergonic
oxidative water splitting (ΔG° =+237.13 kJ/mol, see [5]) is catalyzed
by a unique Mn4O5Ca cluster of the water-oxidizing complex (WOC)
of photosystem II (PSII) and is energetically driven by the strongly oxi-
dizing cation radical P680+• [6] formed via light-induced charge separa-
tion. Correspondingly, the highly exergonic process in the reverse
direction is catalyzed by a binuclear heme iron–copper center of the
cytochrome c oxidase (COX), and the Gibbs free energy is transformed
into a transmembrane electrochemical potential difference for protons
[7], which provides the driving force for ATP synthesis [8].
The ROS content in cells depends on the relative rates of generation
and decay and is mainly controlled by antioxidant enzymes and low
molecular weight antioxidants, such as ascorbic acid, glutathione,
tocopherols, carotenoids, and ﬂavonoids [9]. In spite of the highly con-
trolled reaction sequences in photosynthetic WOC and respiratory
COX and the highly effective antioxidant system in plants, the formation
of ROS in living cells cannot be completely avoided.
Photosynthetic organisms growing under variable environmental
conditions are often exposed to different types of stress like harmful ir-
radiation (UV-B or high-intensity visible light), heat, cold, high salt con-
centration and also infection of the organisms with pathogens. Under
these circumstances, the balance between oxidants and antioxidants
within the cells is disturbed, thus giving rise to the development of
intracellular oxidative stress enhancing the production of ROS [10,11].
As ROS, we consider H2O2, HO2• , HO•, OH−, 1O2 and O2−•. Highly reac-
tive atomic oxygen or ozone, which plays a role only under very special
physiological conditions, will not be considered here. In this sense, the
term ROS is used in a restricted manner.
During evolution, defensemechanisms against environmental stress
were established which not only decrease the rate of ROS generation or
scavenging but also trigger delay or acceleration of the repair of dam-
aged cell structures, protect the photosynthetic pigment–protein com-
plexes by carotenoids and enable non-photochemical quenching
(NPQ) of superﬂuous excitation energy. In addition, ROS also act as im-
portant signaling molecules with regulatory functions. ROS were found
to play a key role in the transduction of intracellular signals and in con-
trol of gene expression and activity of antioxidant systems [9,12–16].Fig. 1. Scheme of water redox chemistry and ROS formation (for details, see text). SOD
denotes superoxide dismutase.ROS also regulate processes of polar growth, stomatal activity, light-
induced chloroplast movements, and plant responses to biotic and abi-
otic environmental factors [17,18]. In animal organisms, recent studies
have established that physiological H2O2 signaling is essential for stem
cell proliferation, as illustrated in neural stem cell models, where it
can also inﬂuence subsequent neurogenesis [19].
It has to be emphasized that fundamental differences exist between
prokaryotic cyanobacteria and eukaryotic plants. In cyanobacteria,
photosynthetic and respiratory reactions are not as clearly separated as
in eukaryotic plant cells that contain semi-autonomous organelles (chlo-
roplasts, mitochondria, peroxisomes, and nucleus)with speciﬁc function-
al activities. This differentiation requires amore complex signaling system
for “cross-talk” between these organelles. The main source of ROS gener-
ation in plant cells under normal light conditions is the chloroplast, but
other organelles such as mitochondria and peroxisomes also contribute
to ROS formation. Therefore, knowledge of the local ROS concentration
in cells is a major issue, since this parameter might vary strongly.
As a consequence, the mechanisms of “handling” stress-induced
ROS and the modes of protection are markedly different between
cyanobacteria and plants, and even within the plant kingdom. ROS are
generated by many different processes and dependent on a variety of
cellular conditions (such as pH, tissue age and type),whichmakes it dif-
ﬁcult to draw generalized conclusions on the lifetime of ROS in living
cells. Therefore, highly selective and localized ROS reporter systems
are required that enable the visualization of generation and decay of a
certain ROS with high spatial precision.
2. Monitoring, generation, decay and deleterious action of ROS
Exposure to stress can lead to a drastic increase of ROS production.
The so-called “oxidative burst” (rapid transient ROS generation within
time periods from several minutes up to hours) is known as the rapid
increase of the ROS content under stress conditions [12]. Active produc-
tion of ROS as a defense strategy as well as the breakdown of the ROS
depletion system can cause a steep increase of the ROS level (see
Section 4.2 about the purposes of ROS production and RBOHs).
The relative content of different ROS depends on themode of stress,
e.g. high-light stress primarily leads to 1ΔgO2 which is mainly formed
by energy transfer from the triplet chlorophyll to triplet oxygen (see
below). The inhibition of electron transport leads to over-reduction of
many components of the electron transfer chain (ETC), ﬁrst, at the ac-
ceptor side of PS II [20]. This might be caused by decreasing the activity
of Rubisco, a key enzyme in the Calvin–Benson cycle, under abiotic
stress conditions such as chilling or drought [21]. In plant cells, ROS
are produced in different organelles, predominantly in chloroplasts
and peroxisomes, while the contribution from mitochondria is smaller
[20]. Imaging of oxidative stress in the leaves of Arabidopsis thaliana
(A. thaliana) revealed that 1ΔgO2 and O2−• are primarily located inmeso-
phyll tissues, while H2O2 was predominantly detected in vascular
tissues [22]. However, the real amount of ROS production has to be
carefully evaluated since the non-invasive detection techniques like
the signal of most ROS markers, for example quenching of dansyl-
2,2,5,5,-tetramethyl-2,5-dihydro-1H-pyrrole (DanePy), respond in a
nonlinear fashion to the ROS level. Therefore, it is difﬁcult to compare
the absolute amount of different ROS monitored with different tech-
niques. This is a general problem that arises from the fact that most
ROS sensors are not perfectly linear and completely speciﬁc to a certain
reactive oxygen species.
The simultaneous formation of several ROS complicates analyses on
the formation, decay and degradation of individual species, e.g. 1ΔgO2
versus H2O2/O2−•. Therefore, suitable species-speciﬁc probes are
required to monitor the different ROS molecules simultaneously.
Another important approach to study effects of different ROS is the
selection of special assay conditions and the use of mutant strains that
differ in the generation of individual ROS and/or the content of protec-
tion systems/enzymes. This point is of high relevance for studies on
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Section 3.
2.1. Monitoring of ROS
Detailed analyses of different ROS species in plants require the use of
suitable probemolecules, which speciﬁcally change their properties due
to a species-selective reaction. Since exogenous dyes typically respond
in a certain oxidative potential range, appropriate mixtures can deliver
assays that are selective in a certain restricted range of oxidative poten-
tials (e.g. when both dyes show ﬂuorescence or only one dye shows
ﬂuorescence, but the other does not). These assays are more selective
than a single dye.
In principle, 1ΔgO2 can be directly monitored via its characteristic
phosphorescence with a maximum around 1270 nm [23], and even
1Δg O2 microscopy within the visible spectrum has been reported [24].
However, the detection of 1ΔgO2 and its time-dependent proﬁle in bio-
logical systems is difﬁcult [25] because of the very low quantum yield of
the phosphorescence emission, which ranges from 10−7 to 10−4 de-
pending on the solvent [26], and the interference with Chl emission.
The approach of direct monitoring of the 1Δg O2 phorphorescence,
therefore, can only be applied in highly puriﬁed PS II core complexes.
Next to 1ΔgO2, the detection of other ROS (H2O2/O2−•) also requires
the use of appropriate indicators. Spin traps (see Table 3) are suitable
to interact with ROS and give rise to EPR-detectable species via
characteristic electron paramagnetic resonance (EPR) signals [27,28].
Fluorophores (see Tables 1, 2) typically change their emission proper-
ties due to the interactionwith ROS,whichpermits the application of re-
cently developed, advanced techniques of time- and space-resolved
ﬂuorescence microscopy for in vivo studies [29,30].
In the case of ﬂuorophores, two different approaches exist: i) the ad-
dition of exogenous ﬂuorescence probes, which penetrate into the cell
and change their ﬂuorescence properties due to reaction with ROS
(Table 1), and ii) the expression of ROS-sensitive ﬂuorescent proteins,
mostly variants of the green ﬂuorescent protein (GFP), which act as
real-time redox reporters for the use in intact cyanobacteria, algae and
higher plants (Table 2).
In principle, the permeability across membranes and the ROS speci-
ﬁcity are necessary for the applicability of the exogenous ROS-sensing
ﬂuorophores (Table 1). However, for a quantitative analysis, it is neces-
sary to know the reactionmechanism in detail, as well as possible inter-
fering side effects and the cellular localization of these dyes. Generally,
the water/octanol partition coefﬁcient could be utilized to quantify
membrane permeability of the probes.
Some of these ROS probes can be tuned regarding their properties
inside the cell by enzymatic reactions. For instance, the commercially
available 2′,7′-dichlorodihydroﬂuorescein diacetate, acetyl ester
(H2DCF-DA), a ﬂuorescein-based dye, which is virtually non-
ﬂuorescent in the reduced state, becomes ﬂuorescent after oxidation
and concomitant splitting of the acetate groups by cellular esterases.
H2DCF-DA is widely used in (nonphotosynthetic) animal cells.
One approach to overcome problems regarding the speciﬁcity of lo-
calization of the applied dyes is the application of genetically-encoded
ﬂuorescence proteins, in particular the green-ﬂuorescent protein
(GFP) and its variants. These proteins can be selectively expressed as
ﬂuorescence markers, fused to speciﬁc target proteins or to organelle-
speciﬁc targeting sequences, thus enabling a speciﬁc and localized
monitoring (and manipulation) of ROS at a molecular level [37]. The
GFP-based ROS sensor variants contain pairs of redox-active cysteines
forming a disulﬁde bridge as redox switch. One example of these GFP
derivatives is rxYFP based on the yellow ﬂuorescent protein (YFP) [38]
rxYFP is oneof the ﬁrst reported redox switches used tomonitor the for-
mation of disulﬁde bonds in living cells. The disulﬁde bridge in the oxi-
dized rxYFP leads to a distortion of the typical beta-barrel structure of
GFP derivatives, thus changing the ﬂuorescence properties of rxYFP
[38]. The mitochondrially-targeted redox sensitive GFP termed roGFP-mito does not speciﬁcally react in response to a certain species of ROS,
but it is used to selectively label mitochondria in plants [39].
In an alternative approach, the H2O2-sensitive probe termed HyPer
was constructed by fusing the regulatory domain of the H2O2-sensitive
transcription factor OxyR from Escherichia coli (see Section 3.2) to a cycli-
cally permuted YFP [40]. In a similar manner, a ﬂuorescent biosensor
responding to theNAD+/NADH ratio termedPeredoxhas been construct-
ed by combining the circularly permuted GFP derivative T-Sapphire with
the bacterial NADH-binding repressor protein T-Rex after elimination of
the pH sensitivity by mutagenesis [41]. Chromophore transformations
in red-ﬂuorescent proteins offer tools for designing suitable red-shifted
probes, which are advantageous for imaging studies due to the strong
absorption in the green spectral range, in which chlorophylls exhibit
only very low absorption. Excitation with longer wavelengths also leads
to reduced autoﬂuorescence [42]. For applications in studies on ROS
effects, see [43–45].
The application of ﬂuorescence markers for ROS sensing is generally
complicated by photobleaching. In addition, ﬂuorophores often act as
1ΔgO2 sensitizers themselves (see chapter 2.3). This problem is especial-
ly important for GFP derivates as ROS sensors. However, the generation
of new GFPmutants is a promising approach to overcome this problem,
which votes for the importance of developing improved genetically
encoded ﬂuorescence proteins for ROS sensing for future studies.
Table 2 gives an overview about genetically encoded ﬂuorescence pro-
teins and their basic properties of selectivity and applicability in plants.
While ﬂuorescent ROS-sensing dyes respond to their target mole-
cules without further spectroscopic signal structure, which impedes
the selectivity of the otherwise highly sensitive ﬂuorescence technique,
the detection of the electron paramagnetic resonance (EPR) with spin
traps enables a more selective technique for ROS monitoring. Since
some ROS species are radicals, the application of spin traps appears
sound to focus on spin-carrying ROS. Therefore, spin traps are widely
applied to EPR-detectable ROS species like superoxide and hydroxyl
radicals [28,47–49]. Fluorescent spin traps for ROS detection like
DanePy which is quenched in presence of 1Δg O2 are suitable for an
optical measurement of the interaction between ROS and spin trap
molecules [47,49,50].
The detection of ROS in cyanobacteria faces additional difﬁculties
because their accessibility to EPR and ﬂuorescent spin traps is limited.
An alternative technique is chemical trapping by ROS scavengers like
histidine. Recently, it was shown that chemical trapping by histidine is
suitable to monitor singlet oxygen generation in Synechocystis sp. PCC
6803 [54].
Fig. 2 (upper and middle panels) illustrates the use of this type of
probes in imaging ROS production in A. thaliana leaves. The top panel
of Fig. 2 shows the ﬂuorescence emission from an A. thaliana leaf
which was inﬁltrated with 40 mM DanePy [22]. Subsequently, an area
of the leaf tip was exposed to a photosynthetic photon ﬂux density
(PPFD) of 600 μmol m−2 s−1 for 60 min. The white oval in frame A
shows the illuminated area, frames B and C show the images of ﬂuores-
cence emission from the DanePy before and after high light treatment,
respectively. The ﬂuorescence quenching occurs within the area of
the leaf tip exposed to the high light. This ﬂuorescence quenching in
frame C reﬂects the formation of non-ﬂuorescent DanePyO due to
the reaction with 1ΔgO2. The middle panel shows an image of an
A. thaliana leaf inﬁltrated with 6 mM nitroblue tetrazolium (NBT). The
top half of the leaf was exposed to 600 μmol m−2 s−1 for 60 min. The
purple coloration indicates the formation of insoluble formazan
deposits due to reaction of NBT with superoxide.
Fig. 2, lower panel, illustrates the increase of CM-H2DCFDA (5-
(and-6)-chloromethyl-2′,7′-dichlorodihydroﬂuorescein diacetate,
acetyl ester) ﬂuorescence due to ROS production upon exposure of
mammalian Chinese hamster ovary (CHO) cells to 440–480 nm
light with an intensity of about 1000 W/m2. Three cells can be seen
in the green observation regime (emission ﬁlter FF01-520/35-25,
AHF Analysentechnik, Tübingen, Germany). 6 s after switching on
Table 1
Compilation of ROS-sensitive exogenous ﬂuorescence probes.
Compound/reference Speciﬁcity
Further information/localizability
CM-H2DCFDA [29] Unspeciﬁc
Permeates into animal cells, requires the presence of cellular esterases. Not easily applicable in plants
Singlet oxygen sensor green (SOSG) [31] Highly speciﬁc to singlet oxygen
Successfully used for detection of 1ΔgO2 in A. thaliana leaves
3,3′-diaminobenzidine (DAB) [22,32] Speciﬁc to H2O2 in presence of peroxidase (and other haem-containing proteins)
Generates a dark brown precipitate which reports the presence and distribution of hydrogen
peroxide in plant cells. Permeates into plant cells.
Aminophenyl ﬂuorescein (APF) APF is a cell permeable indicator that can be used to detect hydroxyl radicals (HO•),
peroxynitrite (ONOO−) and hypochlorite (OCl−) production in cells. Shows limited photoxidation
(see section “reactive oxygen species” in http://www.interchim.fr/cat/ApoptosisAssays)
hydroxyphenyl ﬂuorescein (HPF) Speciﬁc to hydroxyl radical and peroxynitrite. Minor sensitivity to other ROS. HPF is cell permeable
(see section “reactive oxygen species” in http://www.interchim.fr/cat/ApoptosisAssays)
nitroblue tetrazolium (NBT) [32,33] Speciﬁc to superoxide and with slightly reduced reactivity to hydrogen peroxide
Proxyl ﬂuorescamine [34] Speciﬁc to hydroxyl radicals and superoxide
Complementary use as spin trap
Hydroethidine (dihydroethidium) [35] Unspeciﬁc
Binds speciﬁcally to DNA, marking the nucleus
DPPP (diphenyl-1-pyrenylphosphine) [35] Unspeciﬁc
Lipophilic, detects ROS in lipids, blood plasma, tissues and food
MCLA (2-methyl-6-(4-methoxyphenyl)-3,7-
dihydroimidazo[1, 2-a] pyrazin-3-one, hydrochloride) [36]
Speciﬁc to superoxide or singlet oxygen (see section “reactive oxygen species”
in http://www.interchim.fr/cat/ApoptosisAssays)
Trans-1-(2′-methoxyvinyl)pyrene Highly speciﬁc to singlet oxygen (see section “reactive oxygen species”
in http://www.interchim.fr/cat/ApoptosisAssays)
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concentration (higher ﬂuorescence yield) than the upper two cells
that show a less intense luminescence but some white dots
indicating “hot spots” of accumulated CM-H2DCFDA and/or higher
local ROS formation.
2.2. Generation, decay and deleterious action of different ROS
2.2.1. Singlet oxygen (1Δg O2)
The interaction between chlorophyll triplets (3Chl) and ground state
triplets ofmolecular oxygen (3Σg−O2): 3Chl+ 3Σg−O2→ 1Chl+ 1ΔgO2 is
the predominant reaction forming singlet oxygen (1ΔgO2) in photosyn-
thetic organisms. 3Chl is populated either via intersystem crossing (ISC)
of antenna Chls or via radical pair recombination in the reaction centers
of photosystem II (PSII) (for reviews, see [55,56]). Alternatively, 1ΔgO2
can also be formed by controlled chemical reactions, which play an es-
sential role in programmed cell death upon pathogenic (e.g. viral)
infections.
The lifetime of 1ΔgO2 in aqueous solution is about 3.5 μs [57]. Due
to its high reactivity, which rapidly attacks all relevant biomolecules
(pigments, proteins, lipids, DNA), thus leading to serious deleterious ef-
fects [58,59], the lifetime of 1ΔgO2 can be shortened down to 200 ns in
cells [60]. Within this time span, the species can diffuse over a range
of 10 nm or more under physiological conditions [61], thus permitting
penetration through membranes. Larger distances up to 25–50 nm
have been reported [62], which suggest that 1ΔgO2 can permeate
through the cell walls of E. coli. Higher values of up to 14 μs lifetime
and 400 nm diffusion distance in lipid membranes suggest that 1ΔgO2
can indeed diffuse across membranes of cell organelles and cell walls
[63]. The values show that the possibility for 1ΔgO2 alone to work as a
direct messenger is rather limited.
Proteins are prominent targets with reaction rate constants in the
range of 108–109 M−1 s−1 [64]. Among the natural amino acids, only
ﬁve (Tyr, His, Trp, Met and Cys) are primarily attacked by a chemical re-
actionwith 1ΔgO2, fromwhich Trp is unique by additionally exhibiting a
signiﬁcant physical deactivation channel that leads to the ground state
3Σg− O2 in a similar way as quenching by carotenoids.
The reaction of 1ΔgO2 with Trp primarily leads to the formation of
peroxides, which subsequently degrade into different stable products
such as N-formylkynurenine [65]. This compound exhibits optical and
Raman spectroscopic characteristics that might be useful for theidentiﬁcation of ROS generation sites [66]. The reactivity of Trp in pro-
teins was shown to markedly depend on the local environment of the
target [67]. Detailed mass spectrometric studies revealed that a large
number of oxidative modiﬁcations of amino acids are caused by ROS
and reactive nitrogen species [68]. Such high reactivity leads to an ex-
tensive oxidation of fundamental structures of PS II where oxygen is
formed in the water-oxidizing complex. 1ΔgO2 is directly involved in
the direct damage of PS II [58,59,69], most probably by destroying pre-
dominantly the D1 protein, which plays a central role in the primary
processes of charge separation and stabilization in PS II. The resulting
photoinhibition of PS II [70] leads to dysfunction of D1 and high turn-
over rates during the so called D1-repair cycle. D1 by far exhibits the
highest turnover rate of all thylakoid proteins and underlies complex
regulatory mechanisms [71].
Carotenoids play a pivotal role in 3Chl suppression and quenching
[72,73]. In addition, NPQ developed under light stress also reduces the
population of 3Chl in antenna systems as well as PSII of plants [74–76].
The interaction between 1ΔgO2 and singlet ground state carotenoids
does lead not only to photophysical quenching, but also to oxidation
of carotenoids by formation of species that can act as signal molecules
for stress response [77]. Likewise, lipid (hydro)peroxides generated
upon oxidation of polyunsaturated fatty acids by 1ΔgO2 can act as trig-
gers to initiate signal pathways, and propagation of cellular damage
[14,78]. Detailed studies of the damage of the photosystems by 1ΔgO2
are additionally found in [25,79–83].2.2.2. Superoxide and hydrogen peroxide
Among all ROS, the O2−•/H2O2 system is one of the key elements in
cell signaling and other plant functions (see Fig. 1). O2−• andH2O2 are as-
sumed to initiate reaction cascades for the generation of “secondary”
ROS as necessary for long-distance signaling from the chloroplasts to
or between other cell organelles [84,85].
The one-electron reduction of O2 to O2−• is the initial step in the
formation of many ROS species in all cells (see Fig. 1). Therefore, special
emphasis is given to the formation anddecay of superoxide andhydrogen
peroxide.
O2−• and H2O2 are mainly formed in chloroplasts, peroxisomes, mito-
chondria and cell walls [85]. Enzymatic sources of O2−•/H2O2 generation
have been identiﬁed such as cell wall-bound peroxidases, aminooxidases,
ﬂavin-containing oxidases, oxalate and plasma membrane NADPH
Table 2
Genetically encoded ﬂuorescence proteins applicable for ROS monitoring.
Compound/reference Speciﬁcity
Further information/localizability
rxYFP [38] Unspeciﬁc
roGFP [39] Unspeciﬁc, applied to label plant mitochondria
HyPer [40] H2O2 sensitive by fusing the regulatory domain of the H2O2-sensitive transcription factor OxyR to YFP, not yet expressed in plant cells
Peredox [41] Selective NADH reporter by combining a circularly permuted GFP T-Sapphire with a bacterial NADH-binding repressor protein T-Rex,
not yet expressed in plant cells
GFP redox sensor [46] Speciﬁc to H2O2, successfully applied in Zebraﬁsh larvae to detect H2O2 patterns after wounding
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bound to the cell wall, peroxidases, and polyamino oxidases [89,90].
Itwas reported that one source ofO2−•/H2O2 production in chloroplasts
is the acceptor side of photosystem I (PS I) mainly by the transfer of elec-
trons from reduced ferredoxin to O2 and then via ferredoxin–thioredoxin
reductase [91]. NADPH oxidase (NOX, see Section 4.2) is considered to be
themain producer of ROS both in animal and plant cells [92,93] according
to the reaction NADPH+ 2О2→ NADPH++ 2O2−• + Н+.
Under conditions of limited NADPH consumption due to impaired
CO2 ﬁxation rates during the Calvin–Benson cycle in photosynthetic or-
ganisms, some components of the ETC will stay reduced and can also
perform 3Σg− O2 reduction to O2−• [94]. It is suggested that H2O2 forma-
tion takes place in the plastoquinone (PQ) pool, butwith a low rate [95].
Recent literature suggests very short lifetimes for O2−• radicals in the
μs regime (1 μs half-life is published in [84], while 2–4 μs is found in
[91]). It is assumed that some O2−• radicals are rapidly transformed
into H2O2 via the one-electron steps of the dismutation reaction
catalyzed by superoxide dismutase (SOD) (see Fig. 1) [94]. Three forms
of SODs exist in plants containing differentmetal centers, such asmanga-
nese (Mn-SOD), iron (Fe-SOD), and copper–zinc (Cu/Zn-SOD) [96,97].
Earlier literature suggests a low reactivity of O2−• radicals indicating
that the exact mechanisms of the O2−• reaction pathways in living cells
might need further elucidation (see [98] and references therein). In ear-
lier studies, Halliwell [99] pointed out that O2−• is a moderately reactive
nucleophilic reactant with both oxidizing and reducing properties. The
negative charge of the O2−• radical leads to an inhibition of its electro-
philic properties towards molecules with many electrons, while mole-
cules with a low electron number might be oxidized. O2−• oxidizes
enzymes containing the [4Fe–4S] clusters [100], while cytochrome C is
reduced [101]. Among the amino acids, mainly histidine, methionine,
and tryptophan can be oxidized by O2−• [102].
It should be noted that these radicals have to interactwith other rad-
icals due to the spin selection rules. For example, superoxide interacts
with radicals like nitric oxide and with transition metals or with other
superoxide radicals (dismutation). As an example, Fe(III) is reduced
by O2−•, then H2O2 interacts with Fe2+ (Fenton reaction), in effect
forming HO•, which is the most reactive species among all ROS (see
also Fig. 1). This reaction is particularlymentioned due to its importance
for the generation of highly reactive HO• from long-lived H2O2 which
might act as long distance messenger.Table 3
Spin traps suitable for imaging ROS.
Compound
DMPO [51]
Alpha-phenyl N-tertiary-butyl nitrone (PBN) [51]
3,5-Dibromo-4-nitrosobenzenesulfonic acid (DBNBS) [51]
5-Diisopropoxyphosphoryl-5-methyl-1-pyrroline-N-oxide (DIPPMPO) [52]
TEMPO-9-AC [34]
BODIPY® 665/676 [53]
DanePy [47,49]According to early studies of Rigo et al. [103], the rate of the
uncatalyzed reaction is negligible, while the spontaneous dismutation
of O2−• is a rapid process with a rate constant of 8 · 104 M−1 s−1 at
pH 7.8 [104]. However, this reaction is of second order in O2−• and
its ﬁrst half-lifetime strongly depends on the initial concentration of
O2−•. According to Fridovich [104], the half-lifetime in the absence of
scavengers will be approximately 0.05 s. The rate constant for the
SOD-catalyzed reaction is close to the diffusion limit and equal to
2 · 109 M−1 s−1 [105]. The reaction between O2−• and the SOD is,
in contrast to the spontaneous reaction, of ﬁrst order in O2−•, and the
half-lifetime is independent from the O2−• concentration. At concentra-
tions of approximately 1 · 10−5 M for SOD and a reasonable steady
state concentration of 1 · 10−11 M O2−•, the enzymatic dismutation
reaction is therefore about 5 orders of magnitude faster than the
uncatalyzed one. The reaction of O2−• with protons either in aqueous
solution or catalyzed by SOD: 2 O2−• + 2 H+→ H2O2 + O2 comprises
the oxidation and reduction of this radical [85].
Within the chloroplasts, H2O2 is rapidly reduced to H2O by ascorbate
(Asc) via a reaction catalyzed by soluble stromal ascorbate peroxidase
(APX) [94,106] or APX bound to the thylakoid membrane (t-APX). As
shown in Fig. 3, the Asc oxidized to the monodehydroascorbate radical
(MDHA) is regenerated by reduction of MDHA either directly by ferre-
doxin (Fd) or by NAD(P)H catalyzed by MDHA reductase (MDHAR).
The MDHA radical always decays partially into dehydroascorbate
(DHA), which is reduced by DHA reductase (DHAR). In that step, re-
duced glutathione (GSH) is oxidized to glutathione disulphide (GSSG).
The reduction of GSSG to GSH occurs from NAD(P)H by glutathione
reductase (GR) [94,107].
The reaction sequence of O2 reduction to O2−• at the acceptor side of
PS I, followed by dismutation of O2−• by SOD, and the reduction of H2O2
at t-APX ﬁnally results in the reduction of one O2 molecule to two H2O
molecules. This four-electron reduction process counterbalances the ox-
idation of two H2Omolecules to one O2molecule at the donor side of PS
II so that no net change in the overall turnover of O2 is obtained, as is
schematically illustrated in Fig. 3. Therefore, this “water–water cycle”
is referred to as pseudocyclic electron transport [94] which can be
coupled to the formation of a transmembrane pH difference.
In contrast to superoxide, Н2О2 is neutral. It also is less toxic com-
pared to other ROS [108] and has longer lifetime of about 1 ms
[85,109]. Therefore, it can principally diffuse across great distancesSpeciﬁcity
Further information/localizability
Spin trapping of 1O2, superoxide and hydroxyl radicals,
Transient EPR spectra speciﬁc for trapped radicals but spontaneous decay of
DMPO-superoxide adduct with 45 s. half lifetime
EPR spectra rather unspeciﬁc for trapped radicals.
Used for H2O2 sensing, speciﬁc EPR spectra
Used in mitochondria, strongly applied for detecting superoxide
Fluorogenic spin trap speciﬁc for hydroxyl radicals and superoxide
Sensitive ﬂuorescent reporter for lipid peroxidation
Speciﬁc to 1O2
Fluorescent spin trap — ﬂuorescence is quenched in the presence of 1O2
Fig. 2. Top panel: ﬂuorescence emission from an Arabidopsis thaliana leaf, frame A: illuminated area, frames B and C: ﬂuorescence emission fromDanePy before and after high light treat-
ment. Middle panel: image of the formation of insoluble formazan deposits due to the reaction of NBT with superoxide (adapted from [22]). Lower panel: Increase of CM-H2DCFDA
ﬂuorescence due to ROS production upon exposure of Chinese hamster ovary (CHO) cells to 440–480 nm light, for details see text.
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channels like aquaporins [110]. It is assumed that H2O2 can travel at
least some μm while interacting with H2O2-metabolizing enzymes
and, therefore, can play an important role in signaling (see Section 3).
Elimination of H2O2 is tightly associated with scavenging of other
ROS in plant cells. Both, H2O2 production and removal are precisely
regulated and coordinated in different cellular compartments
[20,111–113]. The mechanisms of H2O2 scavenging are regulated
by both, non-enzymatic and enzymatic antioxidants preventing the
generation, primarily by chelating transition metals which catalyze
HO• radical formation or by radical scavenging by antioxidant enzymes
and low-molecular weight antioxidants, such as carotenoids, anthocya-
nins, ascorbic acid and GS [17].
Detailed studies revealed that Asc and GSH, which are the most
widespread and abundant water-soluble antioxidants, can be accumu-
lated in chloroplasts at millimolar concentrations with a widespread
protective effect [114]. On the other hand, the photosynthesis efﬁciency
reduces signiﬁcantly, if Asc is exhausted and chloroplast peroxidases are
inactivated [115].
A central element of the antioxidant defense systems in plant and
cyanobacterial cells is represented by peroxiredoxins (Prx), which are
part of the antioxidant defense system and the dithiol–disulﬁde redox
regulatory network of plant and cyanobacterial cells. Via a thiol-based
catalytic mechanism, different kinds of hyperoxides (R-OOH) are re-
duced. In higher plants, at least two types of nucleo-cytoplasmic andone chloroplast Prx are found in addition to three so-called “type II”
Prx species of cytosolic, mitochondrial and plastidic type. Cyanobacteria
express variable sets of three or more Prxs [116].
The biological toxicity of H2O2 appears through oxidation of SH
groups and can be enhanced, if metal catalysts like Fe2+ and Cu2+
take part in this process (Fenton reaction) (see above and Fig. 1). The
enzyme myeloperoxidase (MPO) can transform H2O2 to hypochloric
acid (HOCl), which has high reactivity and can oxidize cysteine residues
by forming sulfenic acids [19]:
HOCl (enzyme MPO)← H2O2→ H2O (catalase, peroxidase)
↓Fe2+, Cu2+
[HO]•.
Thus, H2O2 takes part in the formation of reactive species likeHO• via
several pathways.
Both O2−• and H2O2 are capable to initiate the peroxidation of lipids,
but sinceHO• ismore reactive thanH2O2, the initiation of lipid peroxida-
tion is mainly mediated by HO• [85,117].
2.2.3. Hydroxyl radical
The HO• radical is themost reactive species known to biology. HO• is
isoelectronic with the ﬂuorine atom and characterized by a midpoint
potential of +2.33 V at pH 7 (for comparison, the normal reduction po-
tential of ﬂuorine is +2.85 V). In cells, the extremely dangerous HO•
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reaction catalyzed by Fe2+ (see Section 2.2.2 and Fig. 1).
HO• radicals instantaneously attack proteins and lipids in the imme-
diate environment of the site of production, thus giving rise to oxidative
degradation [118]. Cells cannot detoxify HO• radicals, but the suppres-
sion of H2O2 formation in the presence of Fe2+ using metal binding
proteins like ferritins or metallothioneins also inhibits HO• production
(see Fig. 1, Section 2.2.2) [119]. On the other hand, HO• radicals are
produced in programmed cell death as part of defense mechanisms to
pathogenic infections.
It has to bementioned that the HO• radical is not the only possible
product of the reaction between H2O2 and Fe2+. New calculations on
the electronic structure and ab initio molecular dynamics simula-
tions have shown that the formation of the ferri-oxo species
[FeIV(O2−)(H2O)5]2+ is energetically favored by about 100 kJ/mol
compared to the generation of theHO• radical [120]. Therefore, in future
mechanistic studies, the species [FeIV(O2−)(H20)5]2+ should be taken
into account for mechanistic considerations on the oxidative reactions
of H2O2 in the presence of Fe2+.2.3. Perspectives offered by the CALI technique
A novel approach that applies targeted production of ROS for selec-
tive inactivation of certain proteins by spatially-conﬁned ROS genera-
tion is chromophore-activated laser inactivation (CALI).
For investigations on ROS production and ROS effects on cells, CALI
enables species-speciﬁc ROS production with high spatial precision at
distinct protein targets. This procedure utilizes the property of ﬂuores-
cent dyes to serve as speciﬁc ROS sensitizers.
First applications of the CALI technique used malachite-green-
conjugated antibodies directed against puriﬁed proteins in solution or
in cell membranes. The inactivating effect was initially traced to local-
ized heat generation near the chromophore [121], but later reports at-
tributed the effect to generation of hydroxyl radicals within a damage
radius of 15 Å [122]. More widespread cellular applications of CALI
became possible with the availability of genetically-encoded chromo-
phores such as the GFP and its spectral variants, which can act as ROS
sensitizers. 1Δg O2 production occurs from eGFP [123] and TagRFP
[124], albeit with a low quantum yield. In contrast, KillerRed derived
from a non-ﬂuorescent jellyﬁsh red chromoprotein [125], exhibitedFig. 3. Scheme of pseudocyclic “H2O–H2O” emore than 1000-fold enhanced phototoxicity compared to eGFP and en-
abled successful CALI applications [126]. The potential of CALI for plant
cell research has not been explored so far.
To study the role of 1ΔgO2 in selective PS II damage [58,59], CALI of-
fers the framework for experiments that use artiﬁcial 1ΔgO2 sensor dyes.
The efﬁciency and selectivity of the 1ΔgO2 production have to be well
deﬁned in such a case to understand the selective destruction of the
D1 protein. Detailed studies of different exogenous dyes used as 1ΔgO2
elicitors were provided by Hideg [127]. The generation of ROS as a
side effect of dyes applied for ROS monitoring is now a major focus of
sensing applications [128].3. Signaling role of ROS
ROS take part in many different processes as signal molecules. The
diversity of these processes is determined by the site of ROS production
and their interaction with a variable set of hormonal signaling com-
pounds such as salicylic acid, abscisic acid and others including the PQ
pool and GSH [17,94,107]. Among the recent reviews elucidating the
signaling role of ROS, the detailed work of Mitler et al. [129] and
Krieger-Liszkay [130] should be mentioned. The mode of signaling
under the participation of ROS depends on the nature of stress. ROS
can activate physiological responses leading to the development of
adaptivemechanisms and improving the stress tolerance (acclimation),
or it can trigger a signal cascade causing programmed cell death
[14,108,129,131]. In both cases, ROS function as signal molecules,
which induce molecular, biochemical and physiological responses.
ROS control programmed cell death [14,108,129,131], cell wall for-
mation, salicylic acid-induced stomatal closure [132], and responses to
pathogens just to mention a selection [84,133,134].
If different environmental stresses can be perceived by only onemo-
lecular sensor, a generalized signaling scheme based on ROS might be
involved [131]. For example, the histidine kinase Hik33 in Synechocystis
was recently found to be a multisensory protein, which perceives cold,
salt, and oxidative stresses [135].
A helpful classiﬁcation scheme might be based on the response to
abiotic (light, drought, cold, heat etc.) and biotic (infection by viruses
and bacteria) stress.
Thewhole concept on signaling effects of ROSwas ﬁrstly introduced
from the research of hormonal signaling and gene expression during thelectron transport (for details, see text).
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where ROS bursts can induce local cell death in infected sites as well
as cross-linking of cell wall proteins (see Section 4.2) [113,129,134,137].
Further studies of the formation of ROS in the apoplastic space of
leaves during treatmentwith the tropospheric pollutant ozone also elu-
cidated the complex network of ROS signaling. The similarity of plant
responses to ozone and pathogens demonstrated that ozone-induced
programmed cell death takes place at millimolar concentrations. In
this case, the apoplastic salicylic acid likely can be considered as a key
element of cell defense against ozone [138].
In the case of abiotic stress, 1ΔgO2 is often formed in addition
to O2−• and H2O2, while biotic stress mainly leads to enzymatic
generation of O2−• and H2O2 [139]. Different types of ROS give rise to
speciﬁc signaling, as has been shown in animal cells [140]. Typically,
animal cells are more thoroughly studied systems for ROS signaling.
It is assumed that particular properties of ROS lead to their utiliza-
tion as signal molecules by evolution [117,129]: i) Cells are able to rap-
idly generate and scavenge different forms of ROS in a simultaneous
manner, thereby permitting rapid response to stress. ii) The subcellular
localization of ROS signals can be strongly controlled within cells, i.e. a
spatial control of ROS accumulation exists in a highly speciﬁc manner.
iii) ROS can be used as rapid long-distance auto-propagating signals to
be transferred throughout the plant, as recently reported for A. thaliana,
in which ROS signals propagate at rates of up to 8.4 cm/min [117]. In
the latter case, propagating ROS waves were observed as autocatalytic
and/or autoinhibited reaction patterns of plant cells leading to wave-
like transport patterns of the ROS signal [117,129], see also Section 4.1.
ROS in general and H2O2 in particular are involved in the regulation
of gene expression, an important regulatory control in acclimation of
organisms to different stress factors [9,141]. Studies using DNAmicroar-
rays [142] revealed that an increase of the ROS concentration affects the
expression of a rather large number of genes. This response can some-
times comprise up to one third of the entire genome. Experiments per-
formed with the unicellular green alga Chlamydomonas (C.) reinhardtii
showed that H2O2 and 1ΔgΟ2 interact with different targets leading to
the activation of speciﬁc promoters [143].
Depending on the lifetime, different types of ROS molecules can
either directly act as signal molecules or generate signal chains by the
formation of oxidation products (e.g. lipoperoxides). Such species in-
volved in signaling chains and generated by primary ROS are typically
denoted as “secondary messengers”. Unraveling the role of ROS in-
volved in various signal pathways and modulation of gene expression
requires the use of suitable analytical tools for selective ROSmonitoring
with sufﬁcient resolution in time and space (see Section 2) and the
availability of appropriate sample material. Genetic engineering is the
most powerful approach in offering mutants with speciﬁcally changed
properties in the expression of genes for enzymes that are involved in
both generation and decay of ROS. Characteristic examples describing
the signaling action of 1ΔgO2, H2O2 and O2−• particularly in plant cells
are given in [17].
3.1. Signaling and gene regulation by singlet oxygen (1Δg O2)
Regarding the role of 1ΔgO2 in signaling especially by gene regula-
tion, in-depth investigations have been published [130,144,145].
In plants cells, 1ΔgO2 is known to function predominantly as a plastid
ROS signal which activates nuclear gene expression [25]. Because of its
high reactivity, 1ΔgO2 has a very short lifetime and secondary messen-
gers are required for signal transfer from the site of formation within
the chloroplast through the cytosol to the nucleus (see Fig. 4).
A 1ΔgO2 signaling pathway in C. reinhardtiiwas shown to give rise to
gene expression that leads to increased tolerance to ROS (acclimation).
This phenomenon comprises enhanced expression of genes for ROS pro-
tection and detoxiﬁcation, e.g. of a glutathione peroxidase-homologous
gene and the σ-class glutathione-S-transferase gene [141]. The effect on
components participating in signalingwas analyzed in a 1ΔgO2-resistantmutant (SOR1). The results obtained revealed the involvement of reac-
tive electrophilic species that are formed by 1ΔgO2-induced lipid perox-
idation [146]. It was found that the SOR1 gene encodes a leucine zipper
transcription factor, which controls the expression of numerous genes
of stress response and detoxiﬁcation. It was inferred from these results
that ROS play a key signaling role in acclimation of C. reinhardtii cells to
1ΔgO2 stress.
1ΔgO2 signaling induces programmed cell death, in particular under
biotic stress. Information on the genetic control of this phenomenon has
been gathered from investigations on the A. thalianamutant ﬂu1, which
is defective in the feedback control of the Chl biosynthesis pathway. This
mutant, which accumulates the photosensitizer protochlorophyllide in
the dark, generates 1ΔgO2 within the ﬁrst minute of illumination after
a dark-to-light shift [147]. The 1ΔgO2 formation takingplace in the vicin-
ity of the thylakoidmembrane [148] can bemanipulated by altering the
degree of light exposure and the preceding dark period. In contrast to
wild-type plants, the 1ΔgO2 production in ﬂu1 is not associated with
excess excitation of PSII [149]. The studies on the ﬂu1mutant revealed
that 1ΔgO2 can trigger the activation of programmed cell death and
that two chloroplast-located proteins, EXECUTER1 and 2 (EXE1 and
EXE2), control this process (see Fig. 4). EXE1 and EXE2 act as suppres-
sors [148,150,151], but their mode of function in signaling of the
1ΔgO2-induced programmed cell death is not yet resolved.
As a consequence of the special mode of 1ΔgO2 formation in the ﬂu1
mutant, a cell death in their leaves can be induced either due to direct
oxidative destruction (necrosis) under a large excess of ROS or, at a
slower rate of 1ΔgO2 formation, via the activation of a programmed
cell death pathway. By autocatalytic cascades, lipoperoxide radicals
can result in the generation of 1ΔgO2 in the cytosol [31] and trigger
the EXE1/EXE2-mediated pathway of programmed cell death [151].
Treatment with delta-aminolevulinic acid (Ala) leads to singlet oxygen-
induced photodamage in PS II due to its induction of protochlorophyllide
synthesis [152–154]. A negative feedback exists between the
chlorophyllide concentration and Ala synthesis for example in angio-
sperms [153], and it is also known that the FLU protein, downregulates
Ala [155] and, therefore, the tetrapyrrole biosynthesis. Most probably,
the tetratricopeptide repeat domain of FLU interacts with glutamyl-
tRNA reductase in this process [155]. However, in contrast to apoptosis,
the role of 1ΔgO2 in the direct chlorophyllide regulation has not been
resolved yet. To analyze these effects, further experiments might be
helpful, in which plants are externally treated with Ala [152,154] in
the 1ΔgO2-resistant SOR1 mutant.
The enzymatic peroxidation of lipids is catalyzed by lipoxygenases.
These enzymes play an essential role in the response to pathogen infec-
tion and wounding [156–158]. Speciﬁc lipoxygenase pathways lead to
the formation of lipoxide species, which are likely to be different
when induced by chemically different ROS like 1ΔgO2 versus O2−•/
H2O2. Studies on the ﬂu1 mutant of A. thaliana revealed that 70 genes
are up-regulated by 1ΔgO2 but not by O2−•/H2O2, the latter being formed
at PS I via the methylviologen mediation reaction [147]. Further path-
ways of 1ΔgO2 signaling are described in [17].
A general problem in identifying different 1ΔgO2-induced signal
pathways has to be mentioned. The effect on the gene expression pat-
tern is expected to depend on the nature of the nearest neighborhood
of 1ΔgO2 formation, if one accepts that direct signaling by 1ΔgO2 can
take place only at a site very close to its generation. This would also
imply that the signal pathway involves the participation of oxidation
products of carotenoids, lipids and other molecules acting as second
messengers, which can induce different genetic responses. The 1ΔgO2
site differs in ArabidopsisWT plants and in mutants like ﬂu1 and, also,
if 1ΔgO2 is generated by using exogenous sensitizers [48,130]. There-
fore, different types of secondmessenger species are likely to be formed.
Thus, it is difﬁcult to reach straightforward conclusions on the mecha-
nism of 1ΔgO2 signaling from studies performed under different assay
conditions with different sample material. This important problem
needs to be clariﬁed in forthcoming studies.
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In cyanobacteria and plants, the O2−• radical is predominantly pro-
duced at the acceptor side of PS I [159]. The lifetime of O2−• is mainly
determined by the presence of SOD and does not exceed a few micro-
seconds in cells [91], see Section 2.2.2. The signaling function of O2−•Fig. 4. Hypothetical scheme of pathways of photosynthetic redox signal transduction in plants.
symbolized by colored ovals. Interrupted arrows designate hypothetic pathways of signal tr
pathways. Solid lines designate signal transduction pathways with some experimental conﬁrm
chloroplast ETC and in the stroma. The abbreviations RS, MAPK and TF denote redox-sensitivehas been investigated by the analyses of gene expression using DNAmi-
croarrays [160] and studies on O2−• accumulation in plants deﬁcient in
Cu/Zn-SOD [161]. The results favor a signaling role of this radical, but
details of the pathway(s) are still elusive.
Due to its charge, the superoxide anion itself cannot pass the mem-
brane. However, after conversion to H2O2, uptake can occur throughFor the sake of simplicity, other cell organelles (nucleus, mitochondrion, peroxisome) are
ansduction. The question marks designate unknown components of signal transduction
ation. Dotted lines designate experimentally established signal transduction pathways in
protein(s), MAP-kinase and transcription factor(s), respectively. See text for details.
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get protonated at sufﬁciently acidic pH and passmembranes in the elec-
trically neutral form [162], whereupon it may deprotonate in the cyto-
plasm and become converted to H2O2. According to Slovacek and Hind
[163], the luminal pH can reach values down to 4.5,while other publica-
tions report values between 5.0 and 5.5 [164,165]. At pH 5.0, at least
some O2−• molecules are protonated to HO2• and can cross the mem-
brane. Especially under stress conditions, the pH in the thylakoid
lumen can reach values down to 4.5, which accelerates the light-
induced PS II damage [166]. However, such low pH values might lead
to enhanced migration of HO2• across the thylakoid membrane. In this
way, stress not only leads to the formation of O2−•, but also to a change
of the environmental conditions that allow for further spreading in
the form of HO2• molecules, thus functioning as signal transducer. More-
over, the pH close to polyanionic membrane surfaces is lower than in
the medium of the lumen and the appearance of O2−• in this restricted
space near the membrane surface can lead to the protonation of O2−•
[104], hence, to the appearance of uncharged, but stronger toxicants
such as HO2• . O2−• can react with NO under formation of peroxynitrite.
This species is likely to be synthesized in chloroplasts, where it can fulﬁll
signaling functions [13].
H2O2 is markedly less reactive than 1ΔgO2 [98] and O2−• (see
above) and characterized by a much longer lifetime in the order
of 1 ms [109,167]. Therefore, H2O2 is the most straightforward can-
didate to serve as an intra- and intercellular messenger [13,108,129,168].
H2O2-sensitive proteins and signaling systems were extensively studied
in bacteria and animal cells (see [129] and references therein). However,
also comparable studies on the signaling role of H2O2 in plant cells exist
[169]. More information concerning H2O2 and other ROS participating
in plant cell signaling has been published recently [19,85,129,170]. H2O2
oxidizes redox-sensitive compounds likeGSH,which contain thiol groups
that can interact with ROS [170,171]. The accumulation of redox-active
compounds within the chloroplast is associated with the rate of
photosynthetic electron transport. For example, the redox-sensitive
thioredoxin or PQ may act as sensors of changes in redox properties
under stress conditions [170].
H2O2 and other ROS produced under stress conditions can also in-
duce physical separation of PSII from its light-harvesting complex
(LHC II) via degradation of D1 proteins, hence, reducing the absorption
of light energy [85]. The oxidation of the primary QA acceptor of PS II
under strong light stress leads to an increase of rate of ET that reduces
the probability of 1O2 formation [141].
The production of H2O2 and its ability to diffuse from the chloroplast
into the cytoplasm has been studied by spin-trapping EPR spectroscopy
and H2O2-sensitive ﬂuorescence dyes such as Amplex Red and
H2DCFDA. It was shown that a part of the H2O2 produced inside the
chloroplast can diffuse into the cell cytoplasm [172]. Based on these
data, it was suggested that H2O2 plays an important signaling role inside
the cell. Due to the discussed properties, it is likely that H2O2 works
inside the cell organelles, including chloroplasts and contributes to
long-distance signaling in the form of the O2−•/H2O2 system [117,129].
Due to the high capacity of plants to scavenge ROS, the long-distance
aspect of ROS signaling is strongly supported by the continuous produc-
tion of ROS in individual cells leading to auto-propagating ROS waves
[129] (see Section 4.1).
In conclusion, O2−• and H2O2 are moderately reactive, and, from a
more general point of view, the main damage caused by these species
is likely due their transformation into more reactive species. Н2О2 is
likely a very suitable molecule to function in intra- and probably, also
inter-organelle messaging [129]. O2−• can also provide signaling func-
tions independently from H2O2, especially when “activated” (i.e. con-
verted to HO2• ) at low pH.
To elucidate the signaling role of H2O2 inmore detail, a few examples
will be discussed, which shed light on characteristic mechanistic
features. The defense of bacteria against oxidative stress and adaptive
regulation mechanisms has been thoroughly analyzed in E. coliand Bacillus subtilis. In eubacteria (heterotrophic, autotrophic, and
chemotrophic), two global regulators, OxyR and PerR, are involved in
the control of gene transcription induced by H2O2 addition [173,174].
Both regulators have active thiol groups and react to changes in the
redox state of the cytoplasm (see below). The ferric uptake repressor
(Fur)-type protein PerR was found to be the central regulator of induc-
ible stress response [175,176]. In Synechocystis sp. PCC 6803, OxyR is ab-
sent, but a gene (srl1738) encoding a protein similar to PerR in B. subtilis
was identiﬁed as being induced by H2O2 [175] in methylviologen-
treated cells upon illumination [177]. It was concluded that the Fur-
type protein Slr1738 induces the potent antioxidant gene sll1621
(encoding putative type-2 peroxiredoxin) upon oxidative stress.
As an example in plants, the growth of A. thaliana under short-day
illumination was reported to give rise to a diminished expression of
several genes, which are involved in sensing and hormone synthesis
[178]. It was found that the level of ROS production is about two-fold
higher in leaves from short-day (8 h light) tobacco than in leaves from
long-day (16 h light) plants. Based on these results, an unknown regu-
latory protein was hypothesized, which changes the relative extent of
cyclic and pseudo-cyclic photosynthetic electron transport, thereby af-
fecting the ROS content in chloroplasts [179]. These ﬁndings suggest
the participation of light sensor(s). These ﬁndings point at a possible
functional link between ROS signaling and circadian output, which pro-
vides amechanistic link for plant response to oxidative stress [180]. The
components involved and the underlyingmechanism(s) of thesemutu-
al interactions of signal networks are not yet resolved and represent
challenging topics for future research.
A new concept for the mechanism of photoinhibition was recently
developed suggesting that an excess of ROS such as H2O2 or singlet
oxygen leads to the inhibition of the de novo synthesis of the D1 protein
at the stage of translational elongation [83,181,182].
This effect has been analyzed in Synechocystis sp. PCC 6803. It was
shown that the translation machinery is inactivated in a quite universal
way, with elongation factor G (EF-G) being the primary target
[17,83,182,183]. As pointed out in [181], EF-G catalyzes the transloca-
tion of peptidyl-tRNA. EF-G is sensitive to oxidation with H2O2
[184,185]. In Synechocystis it was found that the disulﬁde bonds of EF-
G can be oxidized by ROS and reduced by thioredoxin [186]. The fact
that EF-G in Synechocystis [187] and spinach chloroplasts [188] is puri-
ﬁed by afﬁnity chromatography using thioredoxin as ligand suggests
that EF-G may serve as a target for thioredoxin. H2O2 oxidizes two cys-
teine residues in EF-G. As a result, the disulﬁde bridge formed between
Cys-105 and Cys-242 represses protein translation [181]. EF-G is a signal
receptor for ROS action and a key regulator of the translation efﬁciency
that stops the repair mechanismswhen oxidized under unphysiological
conditions to avoid the waste of energy. The oxidation of EF-G might
lead to a complete stop of PS II repair and eventually even to the disap-
pearance of PS II. Studies on the effect of other stress factors (heat,
drought, salinity) on photoinhibition have shown that the suppression
of PS II repair determines the PS II sensitivity of cyanobacteria to
environmental conditions [79,182,183,189].
4. ROS as long distance signal, ROS waves and respiratory bursts
4.1. Long distance signaling and ROS waves
Studies using advanced imaging techniques (e.g. a luciferase report-
er gene expressed under the control of a rapid ROS response promoter
in plants [117], or a new H2O2/redox state GFP sensor in zebraﬁsh
[46], see Section 2), revealed that ROS bursts trigger a cascade of cell-
to-cell communication events that result in the formation of a ROS
wave as intercellular auto-propagating signals over longdistances in tis-
sues [129]. Miller et al. [117] showed by the local application of catalase
or an NADPH oxidase inhibitor that a ROS wave triggered by different
stimuli can be blocked at distances of up to 5–8 cm away from the site
of signal origin.
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stress was recently shown to be accompanied by plasma membrane
electrical signals in a light wavelength-speciﬁc manner [190]. Interest-
ingly the membrane potential was directly affected by ROS and the
velocity of certain electric signals in plants matches the speed of the
ROS wave, as previously reported [117]. Further research could address
a possible modulation of electric signals by ROS waves.
A comparison with ROS signaling in animal cells revealed that the
communication of mitochondria in heart cells occurs via ROS-induced
ROS waves. An abrupt collapse or oscillation of the mitochondrial ener-
gy state is assumed to be synchronized across the mitochondrial net-
work by local ROS-mediated interactions [191]. This model is based on
the idea that a depolarization of the electrical potential difference across
the coupling membrane is speciﬁcally mediated by O2−• via its diffusion
and the O2−•-dependent activation of an innermembrane anion channel,
in agreement with experimental data. This mode of a ROS-induced ROS
release in animal cells can also be used in plants for propagation of cell-
to-cell ROS signaling over long distances [117,129]. The concept of a
transient ROS burst occurring in selected cells can be further extended
to the more general concept of a ROS wave propagating in time and
space as response to different types of stress.
4.2. Respiratory bursts and the role of respiratory burst oxidase homologs
(RBOHs) in ROS signaling
The oxidative burst is an important defense strategy of plants to cope
with pathogen infections [27,134,137]. Oxidative bursts occur as a
response to pathogenic microorganisms as observed in suspension-
cultured plant cells that are treated with elicitor preparations or patho-
genic microorganisms like fungi, bacteria and viruses. Oxidative bursts
are also observed in response to mechanical stress [134].
It was suggested that the majority of ROS generating oxidative
bursts are related to H2O2 and superoxide. As sources of the oxidative
burst, the NADPH oxidase complex generating superoxide or a cell
wall peroxidase generating superoxide is considered [134,192]. The par-
ticipation of these enzymatic systems is conﬁrmed by studies involving
different plant mutants showing deﬁcits in the activity of the aforemen-
tioned systems [193].
The ROS wave can serve not only as a direct defense against the
pathogens by oxidation, but also as a signal inducing the activation of
defense genes. The signaling role of ROS in defense occurs in combina-
tion with other known signaling molecules, such as salicylic acid and
NO [194]. Recent results from research using bioinformatics tools
highlighted several stress-inducible gene families of the ROS signaling
pathways that trigger rapid pathogen attack perception and disease re-
sistance in plants [195].
Intriguing similarities exist between plants and animals regarding
the utilization of the so-called “respiratory burst” for defense or other
purposes [196]. In spite of the potentially deleterious action of ROS,
most organisms utilize purposeful ROS-generating enzymes for a varie-
ty of processes such as defense. Homologs of the catalytic subunit of
NADPH oxidases (NOX) are found in most eukaryotic species [197]. In
humans, for example, the NADPH oxidase NOX2 is essential for patho-
gen killing by the respiratory burst in blood phagocytotic cells (neutro-
phils). NOX proteins homologous to the catalytic subunit gp91phox
of mammalian NOXs of phagocytes exist in plants as well. These
enzymes have been named “respiratory burst oxidase homologs”
(RBOHs) accordingly, andwere found to participate in pathogen response
as well, although it is evident that the systemic challenges of spatially
constrained plant cells and the highly mobile immune cells of animals
are strikingly different. RBOHs contain two N-terminal Ca2+-binding
motifs (EF-hand motif) and it was suggested for NOX activities from
tomato and tobacco to be activated by Ca2+ [92,197]. Finally, recent
research suggests that RBOHs are synergistically activated by binding of
Ca2+ to the EF-hand motifs and Ca2+-dependent phosphorylation
[197]. Recent years have seen the discovery of a rapidly increasingnumber of different processes in plants that include RBOHs as important
molecular pivots, such as cell growth (cell wall stiffening and loosening),
plant development, root hair cell growth, stomatal closure, wounding, as
well as responses to biotic and abiotic constraints, either of pathogenic
nature, or even for the purpose of symbiosis between legumes and
nitrogen-ﬁxing bacteria [138].
As integral plasmamembrane proteins, RBOHs produce extracellular
ROS by the abstraction of electrons from intracellular NADPH,which are
transferred to the extracellular acceptor O2, thereby producing O2−•,
which may subsequently be converted to H2O2 by extracellular SOD.
Besides serving as an extracellular signal, the ROS products of RBOHs
can be coupled to intracellular ROS signaling.
By this intriguing transport route, ROS generated by RBOHs can con-
tribute to intracellular ampliﬁcation loops, and eventually mediate
crosstalk to other signaling cascades. Positive feedback ampliﬁcation
can occur via Ca2+, which has been shown to stimulate plant RBOHs
[92,198]. This in turn can lead to an even larger Ca2+ inﬂux via RBOH-
produced ROS, thus serving as intracellular messengers by activating
redox-controlled Ca2+ channels [87].
In general, chemical waves and stably propagating distortions
(soliton-like structures) can result from an oscillatory behavior of a
redox-system. The reaction pattern needs to include at least two
nonlinearly interacting components comprising autocatalytic or
autoinhibitory reactions, which is the case for the respiratory
burst and programmed cell death. Autoinhibition via the ROS concen-
tration is a general feature of the typical protective response of ROS-
depleting enzymes initiated by high ROS concentration. Wave-like
propagation of the chemical compounds occurs consequently at certain
concentration patterns of the reactants. Therefore, RBOHs open theway
to “encode” chemical information with characteristic spatio-temporal
distributions.5. Networking of ROS with other signaling pathways
The role of ROS reaches far beyond toxicity and the rather direct reg-
ulation of transcription or translation, like e.g. the well-known effect of
H2O2 on EF-G in chloroplasts, which blocks translation as protection
mechanism during ROS stress [182,183]. It is well established that
the ambient redox conditions control a variety of cellular processes
[20,199]. In this sense, ROS are secondmessengers that activate or inac-
tivate compounds regulating cell metabolism. This complex interaction
proﬁle makes ROS or, more generally, redox signals, the most funda-
mental forms of information monitored by plants [200].
ROS-sensitive enzymes can serve as reversible redox-“switches”
responding to redox changes within the cells. Switching can occur due
to direct interaction with ROS, or under the participation of redox com-
pounds like GS or thioredoxin [20,201]. The redox-sensitive signaling
proteins function in combination with other components like mitogen-
activated protein kinases (MAPKs) and transcription factors [201,202].
Most likely, MAPKs are involved in transducing signals derived from
ROS generated in chloroplasts [203].
A schematic overview on ROS sources in the thylakoid membrane is
given in Fig. 4, which summarizes material described in [168,202,204]
together with the effects of H2O2 on transcription and translation (see
also [182,183,205] for further information). Fig. 4 shows how gene ex-
pression in the nucleus of plant cells is affected by ROS sources in chlo-
roplasts [14,199] including the direct production of 1ΔgO2 and O2−• as
well as tetrapyrrole compounds serving as secondary messengers. The
components of the ETC change their redox state under the inﬂuence
of ROS. This leads to an overall coupling of the different signal pathways
in chloroplasts, and from there to the whole cell [201,202,204,206,207].
Fig. 4 also indicates how redox-sensitive protein(s) (RS) might act as
primary sensors of H2O2 signal transduction. The signal can be transmit-
ted directly from H2O2 or via RS to the MAPK cascade and/or to tran-
scription factors [202,204,205].
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carotenoids and lipids, see above), ROSpathways are established inplants
from chloroplasts through the cytosol to the nucleuswithin 30min [208],
while even faster processes involving the nuclear genes encoding cytosol-
ic ascorbate peroxidases APX1 and APX2 in A. thaliana seem to show a
response within 15–20 min [209,210].
Regulatory proteins called heat stress transcription factors (Hsfs)
could also be involved as ROS-dependent redox-sensors. Hsfs proteins
contain a DNA binding domain, control the transcription of heat stress
protein-encoding genes [211] and are distributed both in the cytosol
(mainly in the inactive form) and in the nucleus. Once Hsfs enter the
nucleus, they bind to the heat shock element of the promoter of ROS-
sensitive genes such as the gene encoding APX. There is evidence that
certain Hsfs directly sense ROS and control the gene expression during
oxidative stress [210]. For example, transcription activity of genes of
cytosolic peroxidases APX1 and APX2 can be regulated by Hsfs, which
in turn can be modulated by ROS [209].
The overall ROS “networking”, especially the crosstalk between ROS
and other signaling pathways, is still largely unknown. There is now
increasing evidence for the existence of signal networks due to close
functional connections between signaling pathways triggered by ROS
and those, which are induced by other stimuli like Ca2+ and hormones
[209,212]. Although our current knowledge is still fragmentary, the
general conclusion on signal networks is illustrated by the proven inter-
ference between various pathways [17,170,209,213]. New concepts
about ROS as signaling intermediates ﬁrst appeared in publications on
hormonal signaling and regulation of expression of genes participating
in plant pathogen protection [85,136]. In this case, interaction of ROS
with NO plays an important role [10].
6. Concluding remarks
The enormous work performed during the last decades has clariﬁed
the deleterious effects of ROS on photosynthetic organisms as one
aspect of ROS functions. Current research mainly focusses on the other
side, the important signaling role in the response of cyanobacteria,
alga and higher plants to different conditions of stress. In spite of signi-
ﬁcant progress achieved during the last decade, our knowledge on this
topic is still rather fragmentary. To reach substantial progress, several
key questions need to be answered:
1. How is the transcription of the chloroplast genome affected by ROS?
2. Can ROS leave the chloroplasts and directly induce nuclear gene
expression without second messengers?
3. What are the nature and the function of secondmessengers formed by
reaction of ROS with speciﬁc molecules like lipids and carotenoids?
4. By which mechanism do ROS waves propagate in plant cells?
5. What is the identity of the primary ROS sensor(s) (transcription
factors or protein kinases) and the primary genes responding to
oxidative stress?
6. Can ROS themselves act as second messengers?
7. How does a complete picture of ROS networking in different organ-
isms look like?
Tremendous progress is expected from the development of new
spectroscopic methods for ROS monitoring with high spatial resolution
and the speciﬁc introduction of a certain oxidative species exactly at the
desired protein target by CALI in genetically engineered organisms. The
elucidation of ROS regulation pathways will provide the framework for
new strategies, e.g. to improve stress tolerance of agricultural and
industrial crops andmight also be of high interest for the speciﬁc design
of chemical agents.
Acknowledgements
The authors are grateful to Prof. N. Baker for providing the material
for Fig. 2, and Florian Schmitt for work in Fig. 4. This work wassupported by the grants from the Russian Foundation for Basic Research
(Nos: 13-04-91372; 14-04-01549; 14-04-92690), the Molecular and
Cell Biology Programs of the Russian Academy of Sciences, and by the
German Federal Ministry of Education and Research (project “Quan-
tum” (FKZ 13N10076) and Bilateral Cooperation in the Framework of
RUS 11/014). The authors acknowledge COST for support in the frame-
work of COST action MP1205.References
[1] J. Xiong, C.E. Bauer, Annu. Rev. Plant Biol. 53 (2002) 503–521.
[2] A. Bekker, H.D. Holland, P.L. Wang, D. Rumble III, H.J. Stein, J.L. Hannah, L.L. Coetzee,
N.J. Beukes, Nature 427 (2004) 117–120.
[3] D.G. Nicholls, S.J. Ferguson, Bioenergetics, vol. 2, Academic Press, London, 1982.
[4] K.I. Zamaraev, V.N. Parmon, Rev. Sci. Eng. 22 (1980) 261–324.
[5] P.W. Atkins, Physical Chemistry, Oxford University Press, Oxford, 2001.
[6] F. Rappaport, M. Guergova-Kuras, P.J. Nixon, B.A. Diner, J. Lavergne, Biochemistry
41 (2002) 8518–8527.
[7] G. Renger, B. Ludwig, in: G. Peschek, C. Obinger, G. Renger (Eds.), The Bioenergetic
Processes of Cyanobacteria— From Evolutionary Singularity to Ecological Diversity,
Springer, Dordrecht, The Netherlands, 2011, pp. 337–394.
[8] W. Junge, in: G. Renger (Ed.), Primary Processes of Photosynthesis: Principles and
Apparatus, Part II Reaction Centers/Photosystems, Electron Transport Chains,
Photophosphorylation and Evolution, Royal Society Chemistry, Cambridge, 2008,
pp. 447–487.
[9] K. Apel, H. Hirt, Annu. Rev. Plant Biol. 55 (2004) 373–399.
[10] J. Astier, A. Besson-Bard, I. Wawer, C. Parent, S. Rasul, S. Jeandroz, J. Dat, D.
Wendehenne, in: C.H. Foyer, H. Zhang (Eds.), Nitrogen Metabolism in Plants in
the Post-genomic Era, 2010, pp. 147–170.
[11] O. Blokhina, K.V. Fagerstedt, Physiol. Plant. 138 (2010) 447–462.
[12] R. Desikan, S.A.-H. Mackerness, J.T. Hancock, S.J. Neill, Plant Physiol. 127 (2001)
159–172.
[13] C.H. Foyer, S. Shigeoka, Plant Physiol. 155 (2011) 93–100.
[14] G. Galvez-Valdivieso, P.M. Mullineaux, Physiol. Plant. 138 (2010) 430–439.
[15] S.S. Gill, N. Tuteja, Plant Physiol. Biochem. 48 (2010) 909–930.
[16] P.M. Mullineaux, S. Karpinski, N.R. Baker, Plant Physiol. 141 (2006) 346–350.
[17] V.D. Kreslavski, D.A. Los, S.I. Allakhverdiev, V.V. Kuznetzov, Russ. J. Plant Physiol. 59
(2012) 141–154.
[18] G. Miller, N. Suzuki, L. Rizhsky, A. Hegie, S. Koussevitzky, R. Mittler, Plant Physiol.
144 (2007) 1777–1785.
[19] B.C. Dickinson, C.J. Chang, Nat. Chem. Biol. 7 (2011) 504–511.
[20] C.H. Foyer, G. Noctor, Plant Cell 17 (2005) 1866–1875.
[21] A.A. Benson, Photosynth. Res. 73 (2002) 29–49.
[22] M.J. Fryer, K. Oxborough, P.M. Mullineaux, N.R. Baker, J. Exp. Bot. 53 (2002)
1249–1254.
[23] J.M. Wessels, M.A. Rodgers, J. Phys. Chem. 99 (1995) 15725–15727.
[24] J.W. Snyder, I. Zebger, Z. Gao, L. Poulsen, P.K. Frederiksen, E. Skovsen, S.P. McIlroy,
M. Klinger, L.K. Andersen, P.R. Ogilby, Acc. Chem. Res. 37 (2004) 894–901.
[25] H. Li, T.B. Melo, J.B. Arellano, K. Razi Naqvi, Photosynth. Res. 112 (2012) 75–79.
[26] C. Schweitzer, R. Schmidt, Chem. Rev. 103 (2003) 1685–1757.
[27] E. Hideg, T. Kalai, K. Hideg, Methods Mol. Biol. 684 (2011) 187–200.
[28] I. Zulfugarov, A. Tovuu, J.-H. Kim, C.H. Lee, J. Plant Biol. 54 (2011) 351–357.
[29] R. Dixit, R. Cyr, Plant J. 36 (2003) 280–290.
[30] S.H. Shim, C. Xia, G. Zhong, H.P. Babcock, J.C. Vaughan, B. Huang, X. Wang, C. Xu,
G.Q. Bi, X. Zhuang, Proc. Natl. Acad. Sci. U. S. A. 109 (2012) 13978–13983.
[31] C. Flors, M.J. Fryer, J. Waring, B. Reeder, U. Bechtold, P.M. Mullineaux, S. Nonell, M.T.
Wilson, N.R. Baker, J. Exp. Bot. 57 (2006) 1725–1734.
[32] H. Thordal-Christensen, Z. Zhang, Y. Wei, D.B. Collinge, Plant J. 11 (1997)
1187–1194.
[33] F.E. Maly, M. Nakamura, J.F. Gauchat, A. Urwyler, C. Walker, C.A. Dahinden, A.R.
Cross, O.T. Jones, A.L. de Weck, J. Immunol. 142 (1989) 1260–1267.
[34] C.A. Cohn, S.R. Simon, M.A. Schoonen, Part. Fibre Toxicol. 5 (2008) 2.
[35] A. Gomes, E. Fernandes, J.L. Lima, J. Biochem. Biophys. Methods 65 (2005) 45–80.
[36] A. Godrant, A.L. Rose, G. Sarthou, D. Waite, Limnol. Oceanogr. Methods 7 (2009)
682–692.
[37] S.J. Swanson, W.G. Choi, A. Chanoca, S. Gilroy, Annu. Rev. Plant Biol. 62 (2011)
273–297.
[38] H. Ostergaard, A. Henriksen, F.G. Hansen, J.R. Winther, EMBO J. 20 (2001)
5853–5862.
[39] M. Schwarzlander, M.D. Fricker, L.J. Sweetlove, Biochim. Biophys. Acta 1787 (2009)
468–475.
[40] V.V. Belousov, A.F. Fradkov, K.A. Lukyanov, D.B. Staroverov, K.S. Shakhbazov, A.V.
Terskikh, S. Lukyanov, Nat. Methods 3 (2006) 281–286.
[41] Y.P. Hung, J.G. Albeck, M. Tantama, G. Yellen, Cell Metab. 14 (2011) 545–554.
[42] F.V. Subach, V.V. Verkhusha, Chem. Rev. 112 (2012) 4308–4327.
[43] G. Maulucci, V. Labate, M. Mele, E. Panieri, G. Arcovito, T. Galeotti, H. Ostergaard, J.R.
Winther, M. De Spirito, G. Pani, Sci. Signal. 1 (2008) pl3.
[44] A.J. Meyer, T.P. Dick, Antioxid. Redox Signal. 13 (2010) 621–650.
[45] P.M. Mullineaux, T. Lawson, Methods Mol. Biol. 476 (2008) 67–77.
[46] P. Niethammer, C. Grabher, A.T. Look, T.J. Mitchison, Nature 459 (2009) 996–999.
[47] E. Hideg, T. Kalai, K. Hideg, I. Vass, Biochemistry 37 (1998) 11405–11411.
[48] É. Hideg, C. Spetea, I. Vass, Biochim. Biophys. Acta Bioenerg. 1186 (1994) 143–152.
[49] E. Hideg, I. Vass, T. Kalai, K. Hideg, Methods Enzymol. 319 (2000) 77–85.
847F.-J. Schmitt et al. / Biochimica et Biophysica Acta 1837 (2014) 835–848[50] E.E. Hideg, K. Ogawa, T. Kalai, K. Hideg, Physiol. Plant. 112 (2001) 10–14.
[51] M.J. Davies, in: B.C. Gilbert, M.J. Davies, D.M. Murphy (Eds.), Electron Paramagnetic
Resonance, The Royal Society of Chemistry, 2002, pp. 47–73.
[52] L. Zoia, D.S. Argyropoulos, Eur. J. Mass Spectrom. (Chichester, Eng.) 16 (2010)
175–185.
[53] E.H. Pap, G.P. Drummen, V.J. Winter, T.W. Kooij, P. Rijken, K.W. Wirtz, J.A. Op den
Kamp, W.J. Hage, J.A. Post, FEBS Lett. 453 (1999) 278–282.
[54] A.U. Rehman, K. Cser, L. Sass, I. Vass, Biochim. Biophys. Acta 1827 (2013) 689–698.
[55] G. Renger, in: G. Renger (Ed.), Primary Processes of Photosynthesis: Principles and
Apparatus, Part II: Reaction Centers/Photosystems, Electron Transport Chains, Pho-
tophosphorylation and Evolution, Royal Society Chemistry, Cambridge, 2008,
pp. 237–290.
[56] A.W. Rutherford, A. Osyczka, F. Rappaport, FEBS Lett. 586 (2012) 603–616.
[57] S.Y. Egorov, V.F. Kamalov, N.I. Koroteev, A.A. Krasnovsky Jr., B.N. Toleutaev, S.V.
Zinukov, Chem. Phys. Lett. 163 (1989) 421–424.
[58] E. Hideg, P.B. Kos, I. Vass, Physiol. Plant. 131 (2007) 33–40.
[59] N.P. Mishra, C. Francke, H.J. van Gorkom, D.F. Ghanotakis, Biochim. Biophys. Acta
1186 (1994) 81–90.
[60] A.A. Gorman, M.A. Rodgers, J. Photochem. Photobiol. B 14 (1992) 159–176.
[61] H. Sies, C.F. Menck, Mutat. Res. 275 (1992) 367–375.
[62] J. Moan, J. Photochem. Photobiol. B 6 (1990) 343–344.
[63] J. Baier, M. Maier, R. Engl, M. Landthaler, W. Baumler, J. Phys. Chem. B 109 (2005)
3041–3046.
[64] F. Wilkinson, W. Helman, A.B. Ross, J. Phys. Chem. Ref. Data 24 (1995) 663–678.
[65] M. Gracanin, C.L. Hawkins, D.I. Pattison, M.J. Davies, Free Radic. Biol. Med. 47
(2009) 92–102.
[66] T.M. Kasson, B.A. Barry, Photosynth. Res. 114 (2012) 97–110.
[67] R.L. Jensen, J. Arnbjerg, P.R. Ogilby, J. Am. Chem. Soc. 134 (2012) 9820–9826.
[68] D. Galetskiy, J.N. Lohscheider, A.S. Kononikhin, I.A. Popov, E.N. Nikolaev, I.
Adamska, Rapid Commun. Mass Spectrom. 25 (2011) 184–190.
[69] I. Vass, K. Cser, Trends Plant Sci. 14 (2009) 200–205.
[70] P.J. Nixon, F. Michoux, J. Yu, M. Boehm, J. Komenda, Ann. Bot. 106 (2010) 1–16.
[71] B. Loll, M. Broser, P.B. Kos, J. Kern, J. Biesiadka, I. Vass, W. Saenger, A. Zouni, Biol.
Chem. 389 (2008) 609–617.
[72] H.A. Frank, R.J. Cogdell, in: A. Young, G. Britton (Eds.), Carotenoids in photosynthe-
sis, Chapman & Hall, London, 1993, pp. 257–264.
[73] B.J. Pogson, H.M. Rissler, H.A. Frank, in: T. Wyrdzynski, K. Satoh (Eds.), The
Light-driven Water–Plastoquinone Oxidoreductase, Springer, Dordrecht, The
Netherlands, 2005, pp. 515–537.
[74] A.V. Ruban, A.J. Young, A.A. Pascal, P. Horton, Plant Physiol. 104 (1994) 227–234.
[75] D. Carbonera, C. Gerotto, B. Posocco, G.M. Giacometti, T. Morosinotto, Biochim.
Biophys. Acta 1817 (2012) 1608–1615.
[76] H. Härtel, H. Lokstein, B. Grimm, B. Rank, Plant Physiol. 110 (1996) 471–482.
[77] F. Ramel, S. Birtic, C. Ginies, L. Soubigou-Taconnat, C. Triantaphylides, M. Havaux,
Proc. Natl. Acad. Sci. U. S. A. 109 (2012) 5535–5540.
[78] C. Triantaphylides, M. Havaux, Trends Plant Sci. 14 (2009) 219–228.
[79] S.I. Allakhverdiev, N. Murata, Biochim. Biophys. Acta 1657 (2004) 23–32.
[80] Y. Allakhverdiyeva, E.-M. Aro, in: J.J. Eaton-Rye, B.C. Tripathy, T.D. Sharkey (Eds.),
Photosynthesis Plastid Biology, Energy Conversion and Carbon Assimilation,
Springer, Dordrecht, The Netherlands, 2012, pp. 275–298.
[81] C.-H. Goh, S.-M. Ko, S. Koh, Y.-J. Kim, H.-J. Bae, J. Plant Biol. 55 (2012) 93–101.
[82] Z. Li, S. Wakao, B.B. Fischer, K.K. Niyogi, Annu. Rev. Plant Biol. 60 (2009)
239–260.
[83] Y. Nishiyama, S.I. Allakhverdiev, N. Murata, Biochim. Biophys. Acta 1757 (2006)
742–749.
[84] P. Sharma, A.B. Jha, R.S. Dubey, M. Pessarakli, J. Bot. 2012 (2012) 26.
[85] S. Bhattacharjee, J. Bot. 2012 (2012) 1–22.
[86] G.P. Bolwell, L.V. Bindschedler, K.A. Blee, V.S. Butt, D.R. Davies, S.L. Gardner, C.
Gerrish, F. Minibayeva, J. Exp. Bot. 53 (2002) 1367–1376.
[87] I.C. Mori, J.I. Schroeder, Plant Physiol. 135 (2004) 702–708.
[88] D. Svedruzic, S. Jonsson, C.G. Toyota, L.A. Reinhardt, S. Ricagno, Y. Lindqvist, N.G.
Richards, Arch. Biochem. Biophys. 433 (2005) 176–192.
[89] F. Minibayeva, O. Kolesnikov, A. Chasov, R.P. Beckett, S. Luthje, N. Vylegzhanina, F.
Buck, M. Bottger, Plant Cell Environ. 32 (2009) 497–508.
[90] F. Minibayeva, O.P. Kolesnikov, L.K. Gordon, Protoplasma 205 (1998) 101–106.
[91] T.S. Gechev, F. Van Breusegem, J.M. Stone, I. Denev, C. Laloi, Bioessays 28 (2006)
1091–1101.
[92] M. Sagi, R. Fluhr, Plant Physiol. 126 (2001) 1281–1290.
[93] M. Sagi, R. Fluhr, Plant Physiol. 141 (2006) 336–340.
[94] K. Asada, Plant Physiol. 141 (2006) 391–396.
[95] B. Ivanov, M. Mubarakshina, S. Khorobrykh, FEBS Lett. 581 (2007) 1342–1346.
[96] R.G. Alscher, N. Erturk, L.S. Heath, J. Exp. Bot. 53 (2002) 1331–1341.
[97] C.H. Foyer, G. Noctor, Antioxid. Redox Signal. 11 (2009) 861–905.
[98] B. Halliwell, J.M.C. Gutteridge, Free Radicals in Biology and Medicine, Clarendon
Press, Oxford, 1985.
[99] B. Halliwell, Biochem. J. 163 (1977) 441–448.
[100] J.A. Imlay, Annu. Rev. Microbiol. 57 (2003) 395–418.
[101] J.M. McCord, J.D. Crapo, I. Fridovich, in: A.M. Michelson, J.M. McCord, I. Fridovich
(Eds.), Superoxide and Superoxide Dismutases, Academic Press, London, 1977,
pp. 11–17.
[102] J. Dat, S. Vandenabeele, E. Vranova, M. Van Montagu, D. Inze, F. Van Breusegem,
Cell. Mol. Life Sci. 57 (2000) 779–795.
[103] A. Rigo, R. Stevanato, A. Finazzi-Agro, G. Rotilio, FEBS Lett. 80 (1977) 130–132.
[104] I. Fridovich, Annu. Rev. Pharmacol. Toxicol. 23 (1983) 239–257.
[105] G. Löfﬂer, P.E. Petrides, P.C. Heinrich, Biochemie und Pathobiochemie, Springer,
Heidelberg, 2007.[106] G. Noctor, A.-C. Arisi, L. Jouanin, K.J. Kunert, H. Rennenberg, C.H. Foyer, J. Exp. Bot.
49 (1998) 623–647.
[107] G. Noctor, C.H. Foyer, Annu. Rev. Plant Physiol. Plant Mol. Biol. 49 (1998) 249–279.
[108] E. Vranova, D. Inze, F. Van Breusegem, J. Exp. Bot. 53 (2002) 1227–1236.
[109] T.S. Gechev, J. Hille, J. Cell Biol. 168 (2005) 17–20.
[110] G.P. Bienert, A.L. Moller, K.A. Kristiansen, A. Schulz, I.M. Moller, J.K. Schjoerring, T.P.
Jahn, J. Biol. Chem. 282 (2007) 1183–1192.
[111] S. Karpinski, H. Gabrys, A. Mateo, B. Karpinska, P.M. Mullineaux, Curr. Opin. Plant
Biol. 6 (2003) 390–396.
[112] A. Mateo, D. Funck, P. Muhlenbock, B. Kular, P.M. Mullineaux, S. Karpinski, J. Exp.
Bot. 57 (2006) 1795–1807.
[113] I. Slesak, M. Libik, B. Karpinska, S. Karpinski, Z. Miszalski, Acta Biochim. Pol. 54
(2007) 39–50.
[114] M. Baier, K.J. Dietz, J. Exp. Bot. 56 (2005) 1449–1462.
[115] T. Ishikawa, S. Shigeoka, Biosci. Biotechnol. Biochem. 72 (2008) 1143–1154.
[116] K.J. Dietz, Antioxid. Redox Signal. 15 (2011) 1129–1159.
[117] G. Miller, K. Schlauch, R. Tam, D. Cortes, M.A. Torres, V. Shulaev, J.L. Dangl, R.
Mittler, Sci. Signal. 2 (2009) ra45.
[118] B. Halliwell, Plant Physiol. 141 (2006) 312–322.
[119] K.J. Hintze, E.C. Theil, Cell. Mol. Life Sci. 63 (2006) 591–600.
[120] N. Yamamoto, N. Koga, M. Nagaoka, J. Phys. Chem. B 116 (2012) 14178–14182.
[121] D.G. Jay, Proc. Natl. Acad. Sci. U. S. A. 85 (1988) 5454–5458.
[122] J.C. Liao, J. Roider, D.G. Jay, Proc. Natl. Acad. Sci. U. S. A. 91 (1994) 2659–2663.
[123] A. Jimenez-Banzo, S. Nonell, J. Hofkens, C. Flors, Biophys. J. 94 (2008) 168–172.
[124] X. Ragas, L.P. Cooper, J.H. White, S. Nonell, C. Flors, ChemPhysChem 12 (2011)
161–165.
[125] M.E. Bulina, D.M. Chudakov, O.V. Britanova, Y.G. Yanushevich, D.B. Staroverov, T.V.
Chepurnykh, E.M. Merzlyak, M.A. Shkrob, S. Lukyanov, K.A. Lukyanov, Nat.
Biotechnol. 24 (2006) 95–99.
[126] F. Baumgart, A. Rossi, A.S. Verkman, J. Gen. Physiol. 139 (2012) 83–91.
[127] É. Hideg, Acta Biol. Szeged. 52 (2008) 85–88.
[128] I. Snyrychova, F. Ayaydin, E. Hideg, Physiol. Plant. 135 (2009) 1–18.
[129] R. Mittler, S. Vanderauwera, N. Suzuki, G. Miller, V.B. Tognetti, K. Vandepoele, M.
Gollery, V. Shulaev, F. Van Breusegem, Trends Plant Sci. 16 (2011) 300–309.
[130] A. Krieger-Liszkay, J. Exp. Bot. 56 (2005) 337–346.
[131] D.A. Los, A. Zorina, M. Sinetova, S. Kryazhov, K. Mironov, V.V. Zinchenko, Sensors
(Basel) 10 (2010) 2386–2415.
[132] M.A. Khokon, E. Okuma, M.A. Hossain, S. Munemasa, M. Uraji, Y. Nakamura, I.C.
Mori, Y. Murata, Plant Cell Environ. 34 (2011) 434–443.
[133] S. Swanson, S. Gilroy, Physiol. Plant. 138 (2010) 384–392.
[134] P. Wojtasek, Biochem. J. 322 (1997) 681–692.
[135] A. Zorina, K. Mironov, N. Stepanchenko, M. Sinetova, N. Koroban, V.V. Zinchenko,
E.V. Kupryanova, S.I. Allakhverdiev, D.A. Los, Russ. J. Plant Physiol. 58 (2011)
749–767.
[136] Z. Chen, H. Silva, D.F. Klessig, Science 262 (1993) 1883–1886.
[137] A. Mateo, P. Muhlenbock, C. Rusterucci, C.C. Chang, Z. Miszalski, B. Karpinska, J.E.
Parker, P.M. Mullineaux, S. Karpinski, Plant Physiol. 136 (2004) 2818–2830.
[138] D. Marino, C. Dunand, A. Puppo, N. Pauly, Trends Plant Sci. 17 (2012) 9–15.
[139] C. Laloi, K. Apel, A. Danon, Curr. Opin. Plant Biol. 7 (2004) 323–328.
[140] L.O. Klotz, K.D. Kroncke, H. Sies, Photochem. Photobiol. Sci. 2 (2003) 88–94.
[141] C. Laloi, M. Stachowiak, E. Pers-Kamczyc, E. Warzych, I. Murgia, K. Apel, Proc. Natl.
Acad. Sci. U. S. A. 104 (2007) 672–677.
[142] I. Gadjev, S. Vanderauwera, T.S. Gechev, C. Laloi, I.N. Minkov, V. Shulaev, K. Apel, D.
Inze, R. Mittler, F. Van Breusegem, Plant Physiol. 141 (2006) 436–445.
[143] N. Shao, A. Krieger-Liszkay, M. Schroda, C.F. Beck, Plant J. 50 (2007) 475–487.
[144] B.B. Fischer, A. Krieger-Liszkay, E. Hideg, I. Snyrychova, M. Wiesendanger, R.I.
Eggen, FEBS Lett. 581 (2007) 5555–5560.
[145] H.K. Ledford, B.L. Chin, K.K. Niyogi, Eukaryot. Cell 6 (2007) 919–930.
[146] B.B. Fischer, H.K. Ledford, S. Wakao, S.G. Huang, D. Casero, M. Pellegrini, S.S.
Merchant, A. Koller, R.I. Eggen, K.K. Niyogi, Proc. Natl. Acad. Sci. U. S. A. 109
(2012) E1302–E1311.
[147] R.G. op den Camp, D. Przybyla, C. Ochsenbein, C. Laloi, C. Kim, A. Danon, D.Wagner,
E. Hideg, C. Gobel, I. Feussner, M. Nater, K. Apel, Plant Cell 15 (2003) 2320–2332.
[148] D. Przybyla, C. Gobel, A. Imboden, M. Hamberg, I. Feussner, K. Apel, Plant J. 54
(2008) 236–248.
[149] P.M. Mullineaux, N.R. Baker, Plant Physiol. 154 (2010) 521–525.
[150] K.P. Lee, C. Kim, F. Landgraf, K. Apel, Proc. Natl. Acad. Sci. U. S. A. 104 (2007)
10270–10275.
[151] D. Wagner, D. Przybyla, R. Op den Camp, C. Kim, F. Landgraf, K.P. Lee, M.Wursch, C.
Laloi, M. Nater, E. Hideg, K. Apel, Science 306 (2004) 1183–1185.
[152] S. Granick, Plant Physiol. 34 (1959) S-XVIII.
[153] S.I. Beale, J.D. Weinstein, in: H.A. Daley (Ed.), Biosynthesis of Heme and Chloro-
phylls, McGraw-Hill, New York, 1990, pp. 287–391.
[154] N. Chakraborty, B.C. Tripathy, Plant Physiol. 98 (1992) 7–11.
[155] R. Meskauskiene, K. Apel, FEBS Lett. 532 (2002) 27–30.
[156] I. Feussner, C. Wasternack, Annu. Rev. Plant Biol. 53 (2002) 275–297.
[157] F.A. Hoeberichts, E.J. Woltering, Bioessays 25 (2003) 47–57.
[158] K. Overmyer, M. Brosche, J. Kangasjarvi, Trends Plant Sci. 8 (2003) 335–342.
[159] K. Asada, Annu. Rev. Plant Physiol. Plant Mol. Biol. 50 (1999) 601–639.
[160] T.E. Scarpeci, M.I. Zanor, N. Carrillo, B. Mueller-Roeber, E.M. Valle, Plant Mol. Biol.
66 (2008) 361–378.
[161] L. Rizhsky, H. Liang, R. Mittler, J. Biol. Chem. 278 (2003) 38921–38925.
[162] M.A. Wallace, L.L. Liou, J. Martins, M.H. Clement, S. Bailey, V.D. Longo, J.S. Valentine,
E.B. Gralla, J. Biol. Chem. 279 (2004) 32055–32062.
[163] R.E. Slovacek, G. Hind, Plant Physiol. 65 (1980) 526–532.
[164] J. Crofts, P. Horton, Biochim. Biophys. Acta 1058 (1991) 187–193.
848 F.-J. Schmitt et al. / Biochimica et Biophysica Acta 1837 (2014) 835–848[165] A. Krieger, E. Weis, Photosynthetica 27 (1992) 89–98.
[166] C. Spetea, É. Hideg, Biochim. Biophys. Acta 1318 (1997) 275–283.
[167] T. Henzler, E. Steudle, J. Exp. Bot. 51 (2000) 2053–2066.
[168] S.-H. Hung, C.-W. Yu, C.H. Lin, Bot. Bull. Acad. Sin. 46 (2005) 1–10.
[169] R. Desikan, E.C. Burnett, J.T. Hancock, S.J. Neill, J. Exp. Bot. 49 (1998) 1767–1771.
[170] V.D. Kreslavski, I.R. Fomina, D.A. Los, R. Carpentier, V.V. Kuznetzov, S.I.
Allakhverdiev, J. Photochem. Photobiol. C Photochem. Rev. 13 (2012) 190–203.
[171] R. Desikan, S.J. Neill, J. Slinn, J.T. Hancock, Methods Mol. Biol. 476 (2008) 87–99.
[172] M.M. Mubarakshina, B.N. Ivanov, I.A. Naydov, W. Hillier, M.R. Badger, A.
Krieger-Liszkay, J. Exp. Bot. 61 (2010) 3577–3587.
[173] A.F. Herbig, J.D. Helmann, Mol. Microbiol. 41 (2001) 849–859.
[174] M. Zheng, F. Aslund, G. Storz, Science 279 (1998) 1718–1721.
[175] H. Li, A.K. Singh, L.M. McIntyre, L.A. Sherman, J. Bacteriol. 186 (2004) 3331–3345.
[176] S. Mongkolsuk, J.D. Helmann, Mol. Microbiol. 45 (2002) 9–15.
[177] M. Kobayashi, T. Ishizuka, M. Katayama, M. Kanehisa, M. Bhattacharyya-Pakrasi,
H.B. Pakrasi, M. Ikeuchi, Plant Cell Physiol. 45 (2004) 290–299.
[178] O. Thimm, O. Blasing, Y. Gibon, A. Nagel, S. Meyer, P. Kruger, J. Selbig, L.A. Muller,
S.Y. Rhee, M. Stitt, Plant J. 37 (2004) 914–939.
[179] L. Michelet, A. Krieger-Liszkay, Biochim. Biophys. Acta 1817 (2012) 1306–1313.
[180] A.G. Lai, C.J. Doherty, B. Mueller-Roeber, S.A. Kay, J.H. Schippers, P.P. Dijkwel, Proc.
Natl. Acad. Sci. U. S. A. 109 (2012) 17129–17134.
[181] V.D. Kreslavski, A. Zorina, D.A. Los, I.R. Fomina, S.I. Allakhverdiev, in: G.R. Rout, A.B.
Das (Eds.), Molecular Stress Physiology of Plants, Springer, 2013, pp. 21–51.
[182] Y. Nishiyama, S.I. Allakhverdiev, N. Murata, Physiol. Plant. 142 (2011) 35–46.
[183] N. Murata, S.I. Allakhverdiev, Y. Nishiyama, Biochim. Biophys. Acta 1817 (2012)
1127–1133.
[184] E. Cabiscol, E. Piulats, P. Echave, E. Herrero, J. Ros, J. Biol. Chem. 275 (2000)
27393–27398.
[185] K. Kojima, M. Oshita, Y. Nanjo, K. Kasai, Y. Tozawa, H. Hayashi, Y. Nishiyama, Mol.
Microbiol. 65 (2007) 936–947.
[186] K. Kojima, K. Motohashi, T. Morota, M. Oshita, T. Hisabori, H. Hayashi, Y. Nishiyama,
J. Biol. Chem. 284 (2009) 18685–18691.
[187] M. Lindahl, F.J. Florencio, Proc. Natl. Acad. Sci. U. S. A. 100 (2003) 16107–16112.
[188] Y. Balmer, A. Koller, G. del Val, W. Manieri, P. Schurmann, B.B. Buchanan, Proc. Natl.
Acad. Sci. U. S. A. 100 (2003) 370–375.
[189] N. Murata, S. Takahashi, Y. Nishiyama, S.I. Allakhverdiev, Biochim. Biophys. Acta
1767 (2007) 414–421.
[190] M. Szechynska-Hebda, J. Kruk, M. Gorecka, B. Karpinska, S. Karpinski, Plant Cell 22
(2010) 2201–2218.[191] L. Zhou, M.A. Aon, T. Almas, S. Cortassa, R.L. Winslow, B. O'Rourke, PLoS Comput.
Biol. 6 (2010) e1000657.
[192] G.P. Bolwell, D.R. Davies, C. Gerrish, C.K. Auh, T.M. Murphy, Plant Physiol. 116
(1998) 1379–1385.
[193] A. Daudi, Z. Cheng, J.A. O'Brien, N. Mammarella, S. Khan, F.M. Ausubel, G.P. Bolwell,
Plant Cell 24 (2012) 275–287.
[194] A. Levine, R. Tenhaken, R. Dixon, C. Lamb, Cell 79 (1994) 583–593.
[195] S.O. Kotchoni, E.W. Gachomo, J. Biosci. 31 (2006) 389–404.
[196] N. Doke, Y. Miura, L.M. Sanchez, H.J. Park, T. Noritake, H. Yoshioka, K. Kawakita,
Gene 179 (1996) 45–51.
[197] T. Kurusu, S. Kimura, Y. Tada, H. Kaya, K. Kuchitsu, in: M. Suzuki, S. Yamamoto
(Eds.), Nova Science Publishers, New York, 2014, pp. 315–324.
[198] Y. Ogasawara, H. Kaya, G. Hiraoka, F. Yumoto, S. Kimura, Y. Kadota, H. Hishinuma, E.
Senzaki, S. Yamagoe, K. Nagata, M. Nara, K. Suzuki, M. Tanokura, K. Kuchitsu, J. Biol.
Chem. 283 (2008) 8885–8892.
[199] B.B. Buchanan, S. Luan, J. Exp. Bot. 56 (2005) 1439–1447.
[200] P.V. Mylona, A.N. Polidoros, in: S. Dutta Gupta (Ed.), Reactive Oxygen Species and
Antioxidants in Higher Plants, CRC Press, New York, 2010, pp. 1–30.
[201] N. Shao, C.F. Beck, S.D. Lemaire, A. Krieger-Liszkay, Planta 228 (2008)
1055–1066.
[202] T. Pfannschmidt, K. Brautigam, R. Wagner, L. Dietzel, Y. Schroter, S. Steiner, A.
Nykytenko, Ann. Bot. 103 (2009) 599–607.
[203] Y. Liu, D. Ren, S. Pike, S. Pallardy, W. Gassmann, S. Zhang, Plant J. 51 (2007)
941–954.
[204] B.J. Pogson, N.S. Woo, B. Forster, I.D. Small, Trends Plant Sci. 13 (2008) 602–609.
[205] S.J. Neill, R. Desikan, A. Clarke, R.D. Hurst, J.T. Hancock, J. Exp. Bot. 53 (2002)
1237–1247.
[206] V. Fey, R. Wagner, K. Brautigam, M. Wirtz, R. Hell, A. Dietzmann, D. Leister, R.
Oelmuller, T. Pfannschmidt, J. Biol. Chem. 280 (2005) 5318–5328.
[207] V.D. Kreslavski, V.Y. Luybimov, L.M. Kotova, A.A. Kotov, Russ. J. Plant Physiol. 58
(2011) 324–329.
[208] L. Zhang, V. Paakkarinen, K.J. van Wijk, E.M. Aro, Plant Cell 12 (2000) 1769–1782.
[209] C. Mazars, P. Thuleau, O. Lamotte, S. Bourque, Mol. Plant 3 (2010) 706–718.
[210] G. Miller, R. Mittler, Ann. Bot. 98 (2006) 279–288.
[211] S.K. Baniwal, K. Bharti, K.Y. Chan, M. Fauth, A. Ganguli, S. Kotak, S.K. Mishra, L.
Nover, M. Port, K.D. Scharf, J. Tripp, C. Weber, D. Zielinski, P. von Koskull-Doring,
J. Biosci. 29 (2004) 471–487.
[212] N. Kaur, A.K. Gupta, Curr. Sci. 88 (2005) 1771–1780.
[213] Y.Y. Kolupaev, Y.V. Karpets, Appl. Biochem. Microbiol. 47 (2010) 328–331.
